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TT Virus Were Detected in Persons with Elevated Alanine
Aminotransferase Found During Routine Medical Check Up

Peng Xiaomou Gao Zhiliang Chen Xuejuan Lu Jianxi Zhou Yuanping Huang Yangsu Yao Jilu

(Department of Viral Hepatitis Research, Sun Yat-sen University of Medical Sciences Guangzhou 510630)

Abstract Objective: To investigate the incidence of a new hepatitis virus (TT virus) infection in Guang-
dong, China, and analyze its nucleic acid variance. Methods: PC R was used in the detection of TTV DNA in 19
serum samples from elevated alanine aminotransferase persons in their routien medical check up. PCR products
were confirmed by RELP and DNA sequencing. Nucleotide sequence homology w as analyzed by comparison with
major isolates from GenBank. Results: TTV DNA was detected in 2 out of 19 cases by PCR. PCR products
were verified to be specific. DNA sequencing showed that the homology rate of these 2 fragments wasup to 98.
7%. When compared with Takahashi’ s isolates and Okamoto’ s isolate, the homology rates were 98.7 % and
89.2 % respectively. A unique amino acid replacement of serine by arginine was found in both fragments. Con-
clusions: There were T'TV infections in Chinese population . In China these viruses share high homology with
Takahaski’ s strains which might be good standards for primer designation. The significance of the unique re-
placement of amino acid remained to be studied.
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Fig.2 RFLP analysis of PCR products

Lane 1 was PCR product digested with Kpn L lane 2 were
undigested control, lane 3 was 100 bp ladder from GIBco BRL
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